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Introduction

Peptides have recently found applications in multi-epitope-based vaccine constructs as the conventional method of vaccine designing using larger proteins leads to undesired
antigenic load in addition to increasing the chances of allergenic responses. Vaccine constructs that use short immunogenic peptide fragments can produce specific iImmune
responses whilst reducing the probabillity of allergic responses. Synthesis and purification of such short immunogenic peptides Is of growing interest. As a part of our ongoing
projects, we have a continued interest in peptides that have applications in two therapeutical categories

() MHC class | and MHC class Il restricted peptides which find potential application in multi epitope vaccines for infectious diseases.

(i) Peptides with an N-terminal acetyl protection with improved half lives and potential application in neoantigen personalized vaccines for cancer treatment.

The above category of peptides have recently attracted significant interest from the research community, therefore a practical method to accomplish their synthesis and
purification which can be employed for a range of peptides with a structural diversity is highly desired. Moreover, synthesis and purification of therapeutic peptides must be
robust and should be adaptable to the different structural features of Amino Acids (AAs) used In the sequence. Keeping in view of these facts we describe herein the solid
phase peptide synthesis (SPSS) and a general method of purification of a few examples of MHC Class | & Il restricted peptides and Neoantigen peptides from our ongoing
projects.
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Method Development, Purity Analysis and ldentification by Mass Spectral Analysis
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